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ITie communication will be made to those Offices only upon their request. Furthermore, those Offices do not require the applicant to 
furnish a copy of the international application (Rule 49. \{2i-bis)), 

3. Enclosed with this notice is a copy of the international apphcation as published by the Inteniational Bureau on 
29 April 2004 (29.04.2004) under No. WO 2004/035788 

4. TIME LIMITS for filing a demand for intemational preliminary examination and for entry into the national phase 

The applicable time limit for entering the national phase will, subject to what is said in the foUowing paragraph, be 30 MONTHS from 
the priority date, not only in respect of any elected Office if a demand for inlemational preliminary examination is filed before the 
expiration of 19 months from the priority date, but also in respect of any designated Office, in the absence of filing of such demand, where 
Article 22(1) as modified with effect from I April 2002 applies in respect of that designated Office. For further details, see PCT Gazette 
No. 44/2001 of 1 November 2001, pages 19926, 19932 and 19934, as well as the PCT Newsletter, October and November 2001 and 
February 2002 issues. 

In practice, time limits other than the 30-month tune limit will continue to apply, for various periods of time, in respect of certain 
designated or elected Offices. For regular updates on the applicable time limits (20, 21, 30 or 3 1 months, or other time limit). Office by 
Office, refer to the PCT Gazette, the PCT Newsletter and the PCT Applicant's Guide, Volume 11, National Chapters, all available from 
WIPO's Internet site, at http://www.wipo.int/pcl/en/index.himl. 

For filing a demand for international preliminary examination, see the PCT Applicant's Guide, Volume 1/A, Chapter IX. Only an 
applicant who is a national or resident of a PCT Contracting State which is bound by Chapter II has the right to file a demand for 
intemational preliminary examination (at present, all PCT Contracting States are bound by Chapter II). 

It is the applicant's sole responsibility to monitor all these time limits. 
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3 - Ki- ^m^ge^J ^-^tf D N Ao 

[lf*:^3 3 t7^ct±2 lcf5m<7>DNA^#tfitfE?-#^tlo 

( a ) ie?ij## 1 $ ^ T 5 y mse^J t iwi- * nisi-<^T5ym 

[it*^7] m^^l t^^«i2lciB^<0DNAtrSa^J$-^/i, DNA^iyy 

o 

[ffi^^l 03 |f^:2|s:]IlX{±2fSm<7)DNAtc^i-;5>T>^^>';^:f V 
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10 0 0 13 

{i. D N A i3 J: O^mo N A ^^^trAfST. afeO^l^lt D N A n - K $ tt 
. J:l9#*ffltC{±, QuiescinOe 7 t ^ U -IcMI"^ "btL^ffm^^J' 
[0 0 0 2] 

[0 0 0 33 

[0^#t^p:5:m 1 3 

Donald L. Coppockm Genomicis 54, "The Quiescin Q6 Gene 
(QSCN 6) is a Fusion of Two Ancient Gene Families: Thioredoxin and ERVl 
" , 1998, p. 460-468 

Beatrice Benayoun^ The Journal of Biological Chemistry V 
01.276. No. 17. "Rat Seminal Vesicle FAD-dependent Sulfhydryl Oxidase" , 
2001, p. 13830-13837 
[0 0 0 43 

mmiim^ l i ^ t -r ^ mm] 
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[0 0 0 5] 

[0 0 0 63 
[^S * ^ «!><7)=F^] 

J':J.±<7):2^^0J<7)^-joJ;O'^mz:oS1tt:'*^DNA^t J':;T T^H:^ 

4: ^ T >' ^ -fe > >^ D N A ^) # ^ o 

[0 0 0 73 

o 



tBlE# 2003-3095943 
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[0 0 0 8] 

m t {i#*n "^^fzr^J nun ii-hta'^. ( a ) <7) V ^ K O^t^ i: 
[0 0 0 93 

o 

\t%-\-(r>mM\'^ is i/^ T . D N A UMI- y^^^^y 7s^ ^) -^Ty. ^ 
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[0 0 103 

>B^flS<^m R N A =^ iH^U^t LT. ^f&W#^«P« L/ccDNA^-fT-vU- 

o 

gpt,, /h/^#<^:^^(DNA Research 4:53-59(1997)) TP 

CDNA05' 43 i t>'3' (o-^^m^ii li > (Dry^mm^njB^t. ^fih-^mtf^it 

[0 0 113 
[0 0 123 

t7^:;$:|&0J{i, :$:|§§gDNAi7t{iitf^i^«^t/^^^tT^^IS^> 
^ y/^^n^r^-Vir^m.&mn^'^t^^') ^ ^ l^^^^ K(DN a). :z^^?gDN 



ffiiE# 2003-3095943 




a 



M 2002-305318 



o 



6/ 



[0 0 13] 

tfz:^^mii. :*:^§^DNA. ^"/^ i5 i ^•Zf- 

[0 0 14] 

[0 0 1 53 

tLj.:;^<^M. ^j^tf. 'tm. m. mm. wm. mm^j:t'<7)mm-m.mz 

m^-r^cDl^Ay4y^')'-^j:t7!)-hm^-^m^tLfzcDNA. tfzii. ^ 
fiKD N A v^-f tt-e ^ J: v^o 

J; 15 Y - ^ )URti AM'^tfzitmRl:^ Am^'^mW:Lfzi><D^m^^X . WMm& 

M-mm-^'v ^^y-'^^m^j^^i&^r. trt-pcr^j fciii&^.-r^)icj;o-r 

[0 0 161 
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;2> ^0SB^J ( R N A $ (i D N A -e V ^ 9 T > ^ -fe > >^ V 

[0 0 173 

ji. L < iim 8 0 o/oJ^j^ji. ^izBt L<im9o %iii.±. mKUt l < am 
9 5%JiJi±-cab'i>T^ ^mia^j^iti^-t^o 

^0-'mt^tL<it. l~2 0^eJg^ J;l9«f^ L<{il~l OIS^J^. 
[0 0 18] 
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[0 0 19] 

:^§tm D N A {±> 3|5:||g^ V K ^ - K"t ^:^^@B^J =^'^tf D N 5. 

tJ'\ :^^B^O^-<^S^T-^-5>DNAhi=iMfi^'&i^*S£^ij7)>f>^;SDNAfc:^ > 

t^^etjffi^ (^ti) ^ ^1- ;g) ^ y ^ K =1: =1 - Ki- ^ D N A 'S.^i- * o 

T{±. -^Jx-tf. ^DNAc0^m*ie^iJ^<^^ai^tt<7)flj^75^ ^'^co^i^J-eltJ 8 0 
%J^:i±. «f 4 L < (i|«J 9 0 %m±, J: t L < ti*^ 9 5 %\>X±.'T^hh^W^m 
* -i-^-f -5) D N A ^ if ^ W'5> - 'i^T- § ^ o 
[0 0 2 0] 

"X'; -t*- V 3 r:S'i^^%^<^Stf7'n h (Current pro 

tocols in molecular biology(Frederick M. AusubellbH. 1987)) ICIB^cO:^^ 

iCl-e. rxh';>v^>h'&^#J -POx-f^. 6 5 1C<^linM EDTA h 

0.5M V>^m:^^V'>A(pH7.2). 7 %SDS 7K^?0[4't?^^^ ^-f 
X$-^. 6 srcT^lmM EDTA i- Y "^A. 4 OmM U >m7Km^ b '!7A(pH7.2) 

. i%sDS 7Kmf^^xyy'yi^>i:mw^irh^i^x<D'^-^*>y^'y ^^^-rr';^ 

[0 0 2 1] 
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(^M2 0 0 2-3 0 5 3 1 8 Q ^-v : 

'i:^»@e^J ^1- -B-^ D N A y 9 ^ -7 - ^ ffl v> T P C R i o TiiiPi 

(Frederick M. Ausubel^^M, 1987) lcfam<^:^^'S: ^^IC^a&oT^O 
$f^3' ■^■^m^\tmWMit^yy'^\-X(OTAh. TGA^/^tiTAG^Wt 

r^-f^'--^m^^xm\!i1r^^i^'^x^^o 

[0 0 2 23 

J^m-^^ti}^X^ho mUt. (l):*:||^DNAt/i{»^0^DNA=S:^tfa 
<Si^=Sr'^^i-^DNAifJt^^'9mt^ (2 )^DN A»f>t«:iS^=2?l&m-^^ - 

9-h\^X\t. ;'cBiBfi*<7)7'^X5 K(i?!l. pBR 3 2 2. pBR3 2 
5. pUC 1 8. pUC 1 1 8), tt^®a3^<7)7'9;^5 Vm. pUB 1 1 0. 
pTP5. pC194). ym. pSH19. pSH15). 

T'2b^^^ti. trpyn^-i5'-. 1 a c-/n-t-i57-, recA7'n-=E-^ 
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^^y^m 2002-305318 Q V : 10/ 

it. SP01-/n^-^-, SP0 2 7'n«=e-i5'-, p e nF •:fu-=e-^ -^j: 
^ PH0 5-/n-^-i5'-, P G KT^n-t-^J' GA 

SRaT'n^-iJ'-. S V4 oyn^-iJ^-, LTRT^n-t-^- 

•9—, :^-fy-^z^>^iy^i-)^. AitM^^yi-}^. Mn-^--^-. SV4 0 

rr- K^tL/;^ :^/N°^K=^'f1feO^ ^)i'^^iryS yy>7.y 

x-y-^i^XiryuT-^ yA)t<om^^>^'^^Mt LX^m^^^^ti^nS^ 

[0 0 2 3] 

Ji^i^x.^) ^TmM<OMfW-mtLXit^ jiViV^T • rn; (Escherichia coli) 
K 1 2 • DH 1 (Proc. Natl. Acad. Sci. USA, 60:160(1968)). J Ml 0 3 (Nuc 
leic Acids Research, 9:309(1981)). J A2 2 1 (Journal of Molecular Biolo 
gy, 120:517(1978)). *5J:0'HB 10 1 (Journal of Molecular Biology, 41:45 
9 (1969) ) ^j: t'-^m v» «b ^^'2) o 

/^^)V7.m'^tLXi±. • -^j-^^V^ (Bacillus subtilis)M 

1114 (Gene, 24:255(1983)). 2 0 7-2 1 [Journal of Biochemistry, 95: 
87(1984)] ^fc'T&^fflV^^^h.'So 

M9tLXii^ -Nx-tf. -^^--y *n>7^-fe;^ • -t Vtrvai(Saccaromyces cerevi 
siae)AH2 2. AH22R-. NA87-11A. DKD-5D. 20B-12 
5& t*<D-^ y iju-^^ V y iju-^ ^ ' ^^^•^ (Schizosaccaromyces 

pombe) NCYC1913. NCYC2036. tfllT•^^•X^';;^ (Pichia past 
oris)^jif>6^fflv^"btt^o 

Wj^Mn^tLXii. m^-ii. ^f;vmC0S-7. Vero. ^^-(--X/nA 
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(^M2 0 0 2-3 0 5 3 1 8 Q ^-i^ : 11/ 

7.iJ^-MCH0(mT. cuommtmm). dh f r«f5^^«cHo^ia. 

[0 0 2 43 

-e^^o m^it. Proc. Natl. Acad. Sci. USA. 69: 2110 ( 1972) . Gene. 17:107(1 
982)> Molecular & General Genetics, 168:111(1979). T^m^ll^istt^:^'^ 
J (Methods in Enzymology). ^194^.182-187(1991). Proc. Natl. Acad. Sci. 
USA. 75:1929(1978). mX^SUW 8 ff mX^^^T'n h n 263-2 
67(1995) i^mm^f) : i5 X mirology. 52:456(1973) «r#BST' § ^ o 
[0 0 2 5] 

i^ijx-if . ^±7&^j^v^ ^rmm<r>m^. ^m^m'^m 15-43 r-eiij 3 ~ 

mm<7)^^. ^^3 0-4 0rtr|^6~2 4B#FBl^fTV^ -ii^^tcJiOM 

$tL/^^:te=SrfflV^T^!l2 01C~3 5 ICT'I^ 2 4-7 2BtI^^fV>. 'ii^^lC^SCTjl 

^^m^i^ ^ ijp ^ ^ - ^ ^ ^ o 

31-^^3 0*0-4 Orr-^l 5-6 OB#F^^fv\ -J^^^mD-Cii 
[0 0 2 63 
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[0 0 2 73 
[0 0 2 8] 

#=£r ffl >-9-M A ^ A y T -t ^ J: 19 m^1r^ Ci ^: ^^"C ^ ^ o 

>K^vV-h(-C00-)T-*^>6^ C^^^i^T^ K(- C ONH2) * 7t:{iJ^::^-r 
;W(-COOR)-eaboT*) J:v>o ^ -T-C^XT'^l'l^iSlt^ R ^ tTli. 
pt^;v, n-yntf;i/, ^ vynfef;i/^ t< {±n-"/^;U'5:^<!^Cl-6 

m^i^. -701-;^^ a -^7f-;w^i:*<^C6-12TV '0HJx.(i\ ^ 

•7i^f-;l/75j a::::i;l/-Cl-2T;V^;l'^'b t < a 

^;l/55r ii'cT) a - f - "7 C 1-2T t'<D C7 -UT ^ )V^)V&(0 

jn^ -rJi^t L T"2llffl ^ tt^ ^ ;v :t ^ v ^ f - ;v ;v t-^m ^ ^ h 

^ ■T'^ K^^ C :^ ;w v ( 4 ^i: ti ;v v 1^ ~ h ) 
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2002-305318 Q 



^-v?: 13/ 



3S:t'<??Cl-6T'>;v*'5r^)-e#SI$ttTV>^*><7>. ifc#rt-e^if$ tLT^^-tS 
1l!lx.{^0H. COOH. NH2> S 

r-fe^;i^»>& ^•'<^Ci-6Tv;v*'&ii*)t:«M$tLTv^^ ^<7). S,^ 

o 

[0 0 2 93 

i:^ 1 OlS^ii.i^ L<{i5 Ol@JiJ.Ji. $ ib L < 7 0 ^Jii.±. i-'^m 
t L<(il 0 OiHJ^J.Ji, ft4>»4 L<li2 0 OliJ':i_bOT ^ /mSfi^iJ^^ '^J 

7t:$:|l^<7)'i^i;^-/f-K<7)ri:<. C^^t&^T^ K(-C0NH2 ) t /c{±:I:-;^•7■ 
;K- C O O R)-e^)o-r J: v^o ^h\z.. ^^clt^OlfB^^r^Kt^ti. llffBLT^^ 
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[0 0 3 0] 

KmLXli. m^l£. DCC. N.N'-vM y7'nt:;V:?7;V:^'vM 5 K> idXlM-^^ 

'ft^ ^ tt ^ V ^ i^i^ffi r-^^ ^m^mmm ^m^^^^ti}^x-^:h 

o ittiblcj:;&fStt'fbl3{i7-t^'ffc?PflJ»^J(1^J^{^^ HOBt. HOOBt) i: 'fc I' 

h m^^^ ^fi^^o RJSiim {± ^ V ^ K^g-^^^^RHS i^'^m ^ ^ <^ 
MbtT. ^^<DE.j:^^\,zfm^J^i3:^fj:\^^ii^i,zt^^ti)^x^i>o 
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[0 0 3 13 

. (1975^). ^m^^n^i^xfmmM^. ^i\L^mm^mi. ^y>^^^n<oitmv 
, 205> (1977^). ^^'{^mm^. mmmrn<Dfm. mum. ^-/^K^fig;. m 

[0 0 3 23 
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-2) o 

Co 0 3 3] 

JilT \,z:$i^m D N A . :^§tm -1^ ^ 7*^ h\ :^§tm <^^#^ irO'g^ffl o T 

NA^/iiimRNA OifSn^b -5) v^i^^^i^^ >^ t^OitfST-^lff^J tLXyHmx^h 
*o 2j5:^§g<DDNA^fflv*^±|B(^sl^5^^^ifti. -^Jx-tf. <Zr^<50y >-<f >/^-r 
ri;^^-tf-->3>-^PCR-SSCP^(Genoinics, 5:874-879(1989) > Proc. 
Natl. Acad. Sci.USA. 86:2766-2770(1989)) =^ t'lli «9 ^Jfei"^ <^ ;&o 
5Ell> 2|s:^H^DNAi/i{±itf^i^t^MW^*>^*§'^> ^JIL-Cv>^m^S>;|>v^ 
U T S jo TIES ^mt^ «r^^T' i 

o 

Co 0 3 4] 
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^-v : 17/ 



ab')2. Fab*. *>^v>{iF a bli:^=^fflv^T ^> iv^o 2^^H^(7)i3L#^fflv> 
[0 0 3 5] 

^mti:t^^m^:f^^^*^'^^^om^\t. xiLnm. ^i^v^t-r A/r-y-t 

A) J (Immunochemical Techniques (Part A)). I^#^73^ {-^mt^^Wl^^^^ 
-hB)J (Imraunochemical Techniques (Part B)). |WI*^74# F^^'fb^fi^KtT 
(yN'~>C)J (Immunochemical Techniques (Part O). IW|»II84# T^^fb^ai) 
^3j|f(/N°- >D : ^^$^f^l&.^sT •^■fe'f )J (Immunochemical Techniques (Part 
D: Selected Immunoassays)). |WI*^92% ^^^'^b^fi^^^#(^^•- h E : -=6^ ^ 
n - :^ ;i/tiL^:j3 J; LK— ^fixJ'^^^^T •^) J (Immunochemical Techniques (Pa 
rt E:Monoclonal Antibodies and General Immunoassay Methods)). is|#lll21 
m r^^'fb^6^^#(^^'- ^ I I^^^t^^^ K--7^^S:i3J:t>'-=ey ^'n-f-;vi^L#) 
J (Immunochemical Techniques (Part I:Hybridoma Technology and Monoclonal 
Antibodies)) (Jili. TiJT^ y -fUy^^l^^fj: t'^m^.-f^ ^ t^^X^ 
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[0 0 3 6] 

0 0 0^3B 1 6 B^l«R^l«>JI§^T)^t^^:#PS.$tL7tv^o 
[0 0 3 73 

^i;-->^-t^fci60f^^i:L-C^ffl-e^;&o "t^t**,. ^Ic^g^:^- 



tBiiE# 2003-3095943 



M 2 0 0 2 - 3 0 5 3 1 8 Q v : 19/ 



[0 0 3 83 

:$:|g^#i::*5V^t:. :^*^T ^ t'^B&^t'^^'t'^^^- I UP AC - 

[0 0 3 9] 

^{^^OfbffT'n b n-;vj (Frederick M. Ausubelib^^ (1987) ) IrlfB^ ^ tLT 

No t I^ji=^;ti-^^';^'^^5'1^^^K(GACTAGTTCTAGATC 
GCGAGCGGCCGCCC(T)i5)(-f y\£YuV:r.y!^m)^-f'7^'7- 

MlcSuperScriptim^¥^«^ -y h ( ^ > e > n v a. >ttm) tr 2 c D N A 
^^^LTto S a 1 mte^Wr^T^7'iJ^-(^>^^*M3v:..>tt^)^cDN 
A^7-fy-v3>LfZo ^<^^^^ No t iM'fkt^ l%ji«<^)iSll!^T:**n- 
;=?>S^^ilJt'i 3 k bm±<7)DNA8lf>Hr'S:3ltmtfco 

Jfimc DNAiffH-^> S a 1 I-No t I ^IjPS^^^atS t/cpBluescript IISK 
+ ^7X5 K^^^-^-i^a ^tfco ElectroMaxDH10B*('f >'li'hnv 

o 

[0 0 4 03 

(2);^i^u-->^J^ 

^ :/ ^ A L f3 n - > 05^mS@fi^J t t . # tL/ilfi^j U 
-t tT*B|s]/|tf^yn^^ABUSTO 2.2.1 (AltschuK Stephen F.^ Thomas L. 
Madden. Alejandro A. Schaffer. Jinghui Zhang. Zheng Zhang. Webb Miller. 
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2 0 0 2-3 0 5 3 1 8 Q -^^ v : 20/ 

i5 J; m)avid J. Lipman (1997) > y T^LASTiS X m>SI-BLAST : ^ M 

(Gapped BUST and PSI-BLAST: a new 
generation of protein database search programs), Nucleic Acids Res. 25: 
3389-3402) =S:ffiv^-r. nr (GenBank+EMBUDDBJ+PDBBB^J (m UEST. STS^ GSSt/ifi 

^<7)trov^T. 'eWi3J;t>'3'07^^fie^iJ=&^ >|=@|wI;^m-/n^^ABLASTN2.2.1 
^fflV»-C> \i. hcO'Jr'/ ABB^j(ftp://ncbi.nlm.nih.gov/genomes/H_sapiens/)lC 

[0 0 4 1] 

^IZ^ ^fLh-ti^WsYy -i^W^-ii^h. Genscan-/n^^vA(Burge, C. and Karl 
in, S. 1997, Prediction of complete gene structures in human genomic DNA 
. J Mol. Biol., 268. 78-94 . V ^ J^i)-hm.B.=^^'^m\-^^^>^:=^- ^ 

iq^^^yn^^^ABLASTN2.2.1'S:fflv*r. mergedb {i}^-f'^mm%W(X^'^Lfz 
H h(7)cDNA<7)Se^JfcGenBankOhomo sapiensr'- ^^-;^^^?>ESTi:'>'/ A =Sr|^v> 

fzi>(r) ^mM.^^ < m-^^io^fz. i)^ir^mm%^'xm^\^Yf^Lfzmkw.ny'- 

^^-Ps) tCittD^-li:. ifm<7)ftlI(Genscani5-i®cds7j)n200 h^]>X±.)mi^'i-ii^% 
BI PRISM377) ^IWlttSiKJS^ -J h L/co :^fl55^<7)@B^iJ{± v b y Y ify-^u 

. Se^m<^IB^J#-^l lC:^$tt7tifmDNA$7t{iil<S?-^:^-t^i5'n-> Tfj 

03204J 5i>«^ffi$ti.fCo 
[0 0 4 23 
( 3 ) D N A <7)^B IWJtt^^^ 



tbSE# 2003-3095943 
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mmv^ -nr izMLXm^-^^^^y^BUSTP 2. 2. 1 ( T^^^ y T^USTiS 

[0 0 4 3] 

[^13 





ID 








Quiescin Q6 


Ki 113325075 


747 


Human 


Genomic8(1998),54(3);460-8 


Quiescin Q6 


ffi 116758172 


570 


Rat 


J.B.C.(200n.276(17):13830-7 


Quiescin Q6 


gi 112963609 


568 


Mouse 


Genome Res.(2000),10(10); 1617-30 



[0 0 4 4] 

rscorej c: (T^-filT&si^v^li t'inmB.-^^'M^^ 
TE-valueJ C co^^&^O frciSv^J t'-ftlRJS/i^lii 

[0 0 4 5] 

m2] 





















^ D 


— > 


























Score 


E-value 




34 


629 


Human 


12 


613 


464 


e-135 


41%(252/611) 


81% 


23 


583 


Rat 


6 


559 


474 


e-132 


44%(246/565) 


97% 


23 


688 


Mouse 


6 


565 


483 


e-129 


45%(257/672) 


99% 



[0 0 4 6] 
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^u--ylz^tfL:hDNA^^:^-Vir^r<ymMn^i)^i^. Pfam7.6 
liZ^tfl^^^y - }^?iam HMM ver 2.1 Search (HMMPFAM) (Sonnhammer ELU 
Eddy SR. Bimey E. Bateman A. is J:m)urbin R (1998) fPfam: 
^JT^^^>>*5J;t>*^>'^'^°^®K^^^<^HMM#ttJ (Pfam: multiple sequenc 
e alignments and HMM-profiles of protein domains), Nucleic Acids Res. 26 

1320-322) ^m^^xmmv^^y'^^Mi^tio 

3€^-^ )g|^ >/^•:5'W'?a!l7'^^^ Atrab^SOSUI system (ver. 1.0 / 10, Mar 
., 1996) (Takatsugu Hirokawa. Seah Boon-Chieng:fe<J:l>'Shigeki Mitaku. FSO 
SUI : y/'^^n^zrMt^^^t 2^^1t3t«lJv;=^xAj (SOSUI: Classificat 
ion and Secondary Structure Prediction System for Membrane Proteins), Bi 
oinformatics (mHtr<^CABIOS) 1998 May; 14(4) : 378-379) =S:fflV^Tmj:5i 

:iiih<7)i[kiii^f^fzmmr^-(yiiJi: 0^mi:ii K ^ ^ > ^ ti^iKD ^ n - > 

r^fg >] ?fmtfz tiSOSUI KX^^m^ini-zV:^^ y 
m.^. (From) J K ^ -< > OtS.'^. <h ^5) T 5 / mfiS 

r*!-."^. (To) J v^^y(D^^.^,t^j:^r^y m^M 

rscore(pfamo<i^) J cofli^ii^i^v^ij t'mmm^^^ 

rExp(Pfam<7)<J^^)J i<7)>(it>&50lC)£v^lS ^mMB.'^^'M^^ 
Co 0 4 7] 
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fj 03204 


human quiescin 




From 


To 


Score 


Exp 




From 


To 


Score 


Exp 


sosui 
Thioredoxin 
sosui 


29 
60 
654 


51 

177 

676 


28.7 


6.1e-06 


Thioredoxin 


39 


155 


52.5 


9e-12 








rat quiescin 


mouse quiescm 




From 


To 


Score 


Exp 




From 


To 


Score 


Exp 


sosui 
Thioredoxin 
sosui 


12 
42 
63 


34 
162 
85 


49.0 


1e-10 


sosui 
Thioredoxin 
sosui 


11 
42 
63 


33 
162 
85 


45.8 


9.9e-10 



[0 0 4 8] 

RT-PCR ELISA=^ffiv^T. mMtB(7)U^X-<Dmm.^m^fz^^i^^ i-TS^l^ 
tz (Nagase T, Ishikawa K. Suyama M, Kikuno R, Miyaj ima N, Tanaka A, Kota 
ni H, Nomura N, Ohara 0. Prediction of the coding sequences of unidentif 
ied human genes. XI. The complete sequences of 100 new cDNA clones from 
brain which code for large proteins in vitro. DNA Res. 1998 Oct 30;5(5): 
277-86. )o 

l&iK*Wi(fg) per ng of poly(A)+ RNA);&^0. l*?il|=S: + . 0. mJil007^?i 
++ . 100m±^ +++ tr^tTto 

[0 0 4 9] 



miE# 2003-3095943 




0 0 2 



3 0 5 3 18 



24/ 



3=^ 




1- 

CO 


-h 








+ 
-h 






Q. 


-4- 

^: 






1,, 

1 










-4- 
-h 




@ 




-1- 




G 


■■■ 
1 


-4- 






cd 








0) 








O 










-4- 


< 




> 


-H 






- 






a. 

CO 


-H 

H 






<d 


- 

•4- 




li 










■ B 

CO 








•r* 


1 : 














cc 


-1- 






0 


) t 

-4- 


clone 


> 


CSJ 
CO 

<=> 



[0 0 5 0] 
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Br 


Brain 






He 


Heart 






Ki 


Ki dnev 






Li 


Liver 


ffFffi 




Lu 


Luna 


mm 




Ov 


Ovarv 


mm 




Pa 


Pancreas 


mm. 




Sm 


S. muscle 






Sp 


Spleen 


mm 




Te 


Testis 






Am 


B.anvadala 




Ca 


B. caudate nucleus 






Ce 


B. cerebellum 






Co 


B. corpus callosum 






Hi 


B. hippocampus 






Ni 


B. substantia 
niara 






Nu 


B. subthalamic 
nucleus 






Th 


B. thalamus 






Sp 


Soinal cord 





[0 0 5 1] 

^u-> <DWk^&mH i^HBir h gE^SS^iJ 'y^f^') -Genbank releasel22 
^Tf 123 ^<D\L h^V AgE^iJtc^LT^^T'n^^ABUSTN 2.. 2.1 ( 
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(^M2 0 0 2-3 0 5 3 1 8 Q ^-v 1 26/ 

y*BUSTi3 J: m>SI-BLAST : ^ Kt*- ^ ^-X^^T'n ^J^^ A (Off^fP^J 

TN 2.2.1'S:fflv>-Cli > Ki"^ n — ><7)7 ^ - (ftp://ncbi. 

nlm. nih. gov/genomes/H_sapiens/) Hi^J-S ^ -lir/Co 

^(D^^. ;$:|&BJ(7)*{5T-(i2#S<7)^fe#^ (2 q2 1) ir^iei-^S. C 

[0 0 5 2] 

(7) y}^hU'^(Dm^MWi 

^y\£ h n-e(7)^^|if^(-7°np« ;?;"t±,TNT T7 Quick Coupled Transcioption/T 
ranslation System cat.no.LllO?) ^fflv^T. cDNA^ n->f j0320475>-'bOstf5^^ 

BAS2000(Fuiifilm)<7)v>^-rAt:~:t- h 7 v^t "7 - ^ 'fcv^ 
^J' n - >f j03204Oitfs?-j£t>%^ffi tf^o 

^(Om^. 77kDa<7)■9--fX•7-7&-HMJSi-*^S^^^ n- >f j03204O^^^ 

fj 032047!)^' 3- K-t^^>^^°^M{i> «t;30^ ^t->>{'^'bl^x.^ i:698T 5 
^^S30-'c>'S:^)^ :8-i^»l±77.350M)ai:^iil$tL. J: < -^1"^ 

(0 0 5 31 

(8) ^mmi^^-omm 

[0 0 5 4] 

m % . nnnmrnw^^ y^^y (d^m^-^ ^ . ^mn d n a t \tm=&^ 

{iQuiescin Q6 Gene (QSCN 6)<^-7t ^ V - i: 4 0 %SE<^^|WH4^^ -^CO 
NT^^^itlC^:^ 1^ K^'>:^ (Thioredoxin) >=lr;fi-LTV>^ ^ ii^^l^ib 

56-i:>S?o/::o Hlc, 1 2Slt>*^#i1':^i^2 ttfcQuiescin Q6 Ge 

ne (QSCN 6)T^ y^Se^iJtOT^-^ P« > i 9 l^. ;^^^OD 
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N A t /i C TK^^it (mm^ llCi3lt^T^ym405~539# 

^moDNAtfz {i^fsT- 1 ;5ii>'^^#^:5:m 2 ^ mem ^ tt/iOuie 

scin Q6 Gene (QSCN 6)07 r 5 V -ic^i"^ i:4iiP.lJ-t^ CI h*s'ai3^'2)o 
[0 0 5 5] 

#i^W^:i:mi25.t>'#^#^:fcm2icfBm$tLTv>^ ERV immi-im 

9<Dm'l\:^Vyn'itRX/MnMM.i^'Z''mOl^i^^'^'^^ (Lisowsky. T. (1992), 
MoL Gen. Genet., 232:58-64) . V ay V^) TY^ •U<DmnRV'mm^ 

^^fi8l^S^=^tS:#J^ii-3TV^;i>^#x.'btLTV^;g> (Lisowsky, T. (1994), Cur 

r. Genet., 26:15-20) o 

X. QSCN6 ^i^s§m^i?abTv^^Mil^M^wi^^t^l&^l{i^i:<^ n±M^^h 

^iaiaiwi3V^T{±?PM^tt-CV^;g)C:i:;0s'^^tL-CV^;2> (Coppock D. L. et al.. 

(1993) Cell Growth Differ. , 4:483-493) o 
Ht^. c:(D^;v-7'lim-t-^^o;6-<^ilf5T-(i^J!&^Tbij (ECM) 

(D^^x- ECM {±mm. 13 is V > xmm'^ 4- ^ l t v ^ ^ /i it < 

[0 0 5 6] 

\>X±.<D^bi)>h. QSCN6 {«flt^^lci3tt*^S#J«rSo-CV>;?, Brtltt*^*>^o 

0 « < M t> ;s. ^tl ^ '5> <^ t «iai- ^ - ^ ^ o 

[0 0 5 7] 

mmmiha vymM<^^mmm (Akcm^) ko z a ko^iiK^ij (accaigg 



ttJSE#2 003-3095943 



(^m. 2002-305318 Q 



^-z^: 28/ 



) lc^<-lfcLTV.>;So Ml::. Wm^Xm2 Kmm.^fiX\^^:h X ^ QSCN6{i 
JltS^&^'bs ^n->fj03204<^N5^®lC^^^g:43ifi:^^35?Vir'^;i'aa^iJ (Sosui 

[0 0 5 83 

m^v^(i«(7)^:R{±. ^^jh^lc^^Mo^li 
[0 0 5 9] 

2^11^ O D N A t {iitfS?- ft::2b^1@#^i::io-C^'S;>g> -^SO^m. BP S 
h ^^^<n> D N A 1 7t {±st^5i=- ;g> :^ ;v V n (4-- -^r n -^7 > ^ -/n'- 
[0 0 6 0] 

:$:^^-et# ttfc^^^ D N A 1 7t tiitfSi^ t MIS D N A ^ 
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[0 0 6 1] 

SEQUENCE LISTING 

<110> KAZUSA DNA Research Institute Foundation, ProteinExpress Co., Ltd. 
<120> Novel Gene and Protein Encoded by the Gene 

<130> AB02030 
<160> 1 

<170> Patentin version 3. 1 

<210> 1 

<211> 4533 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (23).. (2119) 

<400> 1 

gcgcgccggc ggcacttcca ac atg gcg gcg gcc ggg gcg gcg gtg gcg cgc 52 

Met Ala Ala Ala Gly Ala Ala Val Ala Arg 
1 5 10 

age ccg gga ate gga gcg gga cet gcg ctg aga gee egg cgc teg cec 100 
Ser Pro Gly He Gly Ala Gly Pro Ala Leu Arg Ala Arg Arg Ser Pro 
15 20 25 
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CT' 



2002-305318 



o 



ccg ccg egg gcc gca egg etg ecg egg etg eta gtg ctg eta gcg gcg 
Pro Pro Arg Ala Ala Arg Leu Pro Arg Leu Leu Val Leu Leu Ala Ala 

30 35 40 

gcg gcg gtg ggg ccg ggc gcg ggc ggt gcg gcg egg ctg tac egc gcg 
Ala Ala Val Gly Pro Gly Ala Gly Gly Ala Ala Arg Leu Tyr Arg Ala 

45 50 55 

ggc gag gae gcc gtg tgg gtg ctg gac age ggc age gtg cgc ggg gcc 
Gly Glu Asp Ala Val Trp Val Leu Asp Ser Gly Ser Val Arg Gly Ala 

60 65 70 

acc gcc aac age teg gcc gcg tgg etc gtg cag tte tac teg teg tgg 
Thr Ala Asn Ser Ser Ala Ala Trp Leu Val Gin Phe Tyr Ser Ser Trp 
75 80 85 90 

tgt gge eae tge ate gge tac gcg ece act tgg egg gee etg get ggg 
Cys Gly His Cys He Gly Tyr Ala Pro Thr Trp Arg Ala Leu Ala Gly 

95 100 105 

gat gtg cga gac tgg gee agt gee att cgc gtc gca get ctg gac tge 
Asp Val Arg Asp Trp Ala Ser Ala He Arg Val Ala Ala Leu Asp Cys 

110 115 120 

atg gaa gag aag aac cag gcc gtg tge eat gac tac gae ate eae tte 
Met Glu Glu Lys Asn Gin Ala Val Cys His Asp Tyr Asp He His Phe 

125 130 135 

tac ece ace tte egg tat ttt aaa gca ttt aca aag gag ttt aca act 
Tyr Pro Thr Phe Arg Tyr Phe Lys Ala Phe Thr Lys Glu Phe Thr Thr 

140 145 150 

gga gaa aat ttt aaa gga eet gae cga gag etg ega aca gte aga cag 
Gly Glu Asn Phe Lys Gly Pro Asp Arg Glu Leu Arg Thr Val Arg Gin 
155 160 165 170 

aeg atg att gae tte ctg cag aac cac acg gaa ^a age c^ ece cet 
Thr Met He Asp Phe Leu Gin Asn His Thr Glu Gly Ser Arg Pro Pro 



148 



30/ 



196 



244 



292 



340 



388 



436 



484 



532 



580 



ttJiE# 2003-3095943 



2002-305318 
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175 180 185 

gcc tgc ccg cgc eta gac ccc att cag ccc agt gat gtt ctt tec ctt 
Ala Cys Pro Arg Leu Asp Pro He Gin Pro Ser Asp Val Leu Ser Leu 

190 195 200 

ctt gac aac cgt ggc age cat tac gtg get att gtc ttt gaa age aac 
Leu Asp Asn Arg Gly Ser His Tyr Val Ala He Val Phe Glu Ser Asn 

205 210 215 

age tec tac ctt gga egg gag gtg ate tta gac ctg ate eeg tat gaa 
Ser Ser Tyr Leu Gly Arg Glu Val He Leu Asp Leu He Pro Tyr Glu 

220 225 230 

age ate gtg gtg ace ega gea ctg gac ggg gac aaa gea ttt ctg gag 
Ser He Val Val Thr Arg Ala Leu Asp Gly Asp Lys Ala Phe Leu Glu 
235 240 245 250 

aaa ctt ggt gtt tet tea gtc cet teg tgt tac ctg ate tac eca aat 
Lys Leu Gly Val Ser Ser Val Pro Ser Cys Tyr Leu He Tyr Pro Asn 

255 260 265 

ggg teg cat gga ttg att aac gtc gtg aag cet ctg egg gcc ttc ttt 
Gly Ser His Gly Leu He Asn Val Val Lys Pro Leu Arg Ala Phe Phe 

270 275 280 

teg tet tat ttg aag tea ttg ccg gat gtg agg aaa aaa teg ctt ccc 
Ser Ser Tyr Leu Lys Ser Leu Pro Asp Val Arg Lys Lys Ser Leu Pro 

285 290 295 

ttg cet gaa aag eca cac aaa gaa gaa aat tea gaa ate gtg gtt tgg 
Leu Pro Glu Lys Pro His Lys Glu Glu Asn Ser Glu He Val Val Trp 

300 305 310 

aga gaa ttt gac aag teg aag ctg tac acg gtg gac ctg gag tea ggg 
Arg Glu Phe Asp Lys Ser Lys Leu Tyr Thr Val Asp Leu Glu Ser Gly 
315 320 325 330 

eta cac tac etc ctg egg gtg gag ctg gea gee cac aag tec ctg gee 



628 



676 



724 



772 



820 



868 



916 



964 



1012 



1060 
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Leu His Tyr Leu Leu Arg Val Glu Leu Ala Ala His Lys Ser Leu Ala 

335 340 345 

gga gca gag ctg aag acg etc aag gac ttt gtg act gtc ttg gcc aag 
Gly Ala Glu Leu Lys Thr Leu Lys Asp Phe Val Thr Val Leu Ala Lys 

350 355 360 

ctg ttc cct gga egg ccg cca gtc aag aag ctg ttg gag atg ctg cag 
Leu Phe Pro Gly Arg Pro Pro Val Lys Lys Leu Leu Glu Met Leu Gin 

365 370 375 

gag tgg ctg gcc age ctt ccc ctg gac agg ate ccc tac aac gcc gtg 
Glu Trp Leu Ala Ser Leu Pro Uu Asp Arg He Pro Tyr Asn Ala Val 

380 385 390 

ctt gac ctg gtc aac aac aag atg egg att tct gga ata ttc ctt act 
Leu Asp Leu Val Asn Asn Lys Met Arg He Ser Gly He Phe Uu Thr 
395 400 405 410 

aat cac ata aag tgg gtt gga tgt caa gga age cga tct gag ttg agg 
Asn His He Lys Trp Val Gly Cys Gin Gly Ser Arg Ser Glu Leu Arg 

415 420 425 

ggt tac ccg tgt tct etc tgg aaa ctg ttc cac act ttg act gtt gaa 
Gly Tyr Pro Cys Ser Leu Trp Lys Leu Phe His Thr Leu Thr Val Glu 

430 435 440 

gcc teg acc cac cca gat gca ctg gtt ggc aca ggc ttt gaa gac gac 
Ala Ser Thr His Pro Asp Ala Leu Val Gly Thr Gly Phe Glu Asp Asp 

445 450 455 

ccc cag get gtg ctg cag aca atg agg agg tac gtt cac acc ttc ttt 
Pro Gin Ala Val Leu Gin Thr Met Arg Arg Tyr Val His Thr Phe Phe 

460 465 470 

ggg tgt aag gaa tgt ggt gag cac ttt gag gaa atg get aaa gaa tec 
Gly Cys Lys Glu Cys Gly Glu His Phe Glu Glu Met Ala Lys Glu Ser 
475 480 485 490 



1108 



1156 



1204 



1252 



1300 



1348 



1396 



1444 



1492 
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atg gac teg gtg aaa acc cca gac caa gcc ate ete tgg etg tgg aag 
Met Asp Ser Val Lys Thr Pro Asp Gin Ala He Leu Trp Leu Trp Lys 

495 500 505 

aag eat aat atg gtg aac ggc cgc ctg gca ggc cat ctg agt gag gat 
Lys His Asn Met Val Asn Gly Arg Leu Ala Gly His Uu Ser Glu Asp 

510 515 520 

GCC egg ttt cca aag ctt cag tgg ccc act ccg gac etc tgc cca gee 
Pro Arg Phe Pro Lys Leu Gin Trp Pro Thr Pro Asp Leu Cys Pro Ala 

525 530 535 

tgc eat gag gaa att aag ggc ctg gcc age tgg gat gaa ggc cac gtg 
Cys His Glu Glu He Lys Gly Leu Ala Ser Trp Asp Glu Gly His Val 

540 545 550 

ete aca ttc ttg aag cag eac tat ggc cgc gac aac etc tta gac aeg 
Leu Thr Phe Leu Lys Gin His Tyr Gly Arg Asp Asn Leu Leu Asp Thr 
555 560 565 570 

tat tee gca gac cag ggg gat tec agt gaa gga gga acc ctg gcc agg 
Tyr Ser Ala Asp Gin Gly Asp Ser Ser Glu Gly Gly Thr Leu Ala Arg 

575 580 585 

ggt gag gaa gag gag aaa aga etc act ccc cca gag gtg tec cat gga 
Gly Glu Glu Glu Glu Lys Arg Leu Thr Pro Pro Glu Val Ser His Gly 

590 595 600 

gac cga gac acc cag age gtc cgt cca ect ggt gca ctg ggc ccc agg 
Asp Arg Asp Thr Gin Ser Val Arg Pro Pro Gly Ala Leu Gly Pro Arg 

605 610 615 

cet gcc ctt cca gag age ttg cat cae age ttg gac ggg aaa etc cag 
Pro Ala Leu Pro Glu Ser Leu His His Ser Leu Asp Gly Lys Leu Gin 

620 625 630 

agt etg gat ggg ccc ggg gee cac aag gag gtg ggc ggg gee gca ccc 
Ser Leu Asp Gly Pro Gly Ala His Lys Glu Val Gly Gly Ala Ala Pro 



1540 



1588 



1636 



1684 



1732 



1780 



1828 



1876 



1924 



1972 
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635 640 645 650 

ttc etc ggg gtt gac ttc tec age etg gae atg agt etc tgt gtc gtg 
Phe Leu Gly Val Asp Phe Ser Ser Leu Asp Met Ser Leu Cys Val Val 

655 660 665 

etg tac gtg get tea tee etg ttc etc atg gtg atg tac ttc ttc ttc 
Leu Tyr Val Ala Ser Ser Leu Phe Leu Met Val Met Tyr Phe Phe Phe 

670 675 680 

egg gtg agg tec agg egg t^ aag gtc aag eac cac cac ceg gee gtg 
Arg Val Arg Ser Arg Arg Trp Lys Val Lys His His His Pro Ala Val 

685 690 695 

tga gtgcccgggt getgecagcc acggcggaag ctcccttgga ggcagcectg 
eceegtgeea cctgeagctt taatatttat gatcagggat tttataaaca tgegggcetg 2229 
gtttcacate ggatggcaee ttttggette aaagtectgg ttttaeaaac getcttetaa 2289 
caagggaaga acacggggta attttgtggg gatatttgea ttcctggcgt aetcaagtet 2349 
gttcatgctc cttttgeagg tettacagea aaaagacttc tgtattttta ctettctaga 2409 
tgtgaaaaga gggtgeagag tecaggceag atagtcttec ceacacaett teatctegtt 2469 
tectccaetc egceecatee tgeagggcet tgtttttgta tttggagaac etcgeccate 2529 
eeccecgcgg ctcctggctc cccccccccc caccttggec etcectgcae ectceactec 2589 
ectcgctcce cctccccccg ctccccccac gecccctget ccaggctgec aagtgttttc 2649 
ctttagccgg geggggaeag acagagecgg aagcgcagtc ggcctctgca geecctecaa 2709 
geaagtgetc cagggaetat cetgtgtttg tagctgettc ectagggeag gtteetgagg 2769 
gctctccttg ttcctccggg tgttcgacac cagacgtggg gatttcaaca ggggaggage 2829 
caaggaattc tgtggctgtg ctgcgtttca gaaaataacc eccagaggcc ttgggetgtg 2889 
gacetggggg ttggaaggat gggggetcat ttaaccctea gaggcagcgc ctttgtctgt 2949 
ctatetggtg acaagagaga gaeaagtaaa tgggggeegt tgggacggeg ggtgeetgga 3009 
gggcagctct gggctcagcg ggcagtgctt agagcacagg cccctctgtt gggggatggg 3069 
gaggagagea gtctgecett gggagcgtag gecccaggga gacttctaaa gccccccetg 3129 
tegtctgetc tteacceagc aecacagagg cacetgctgc acacacaagc atetcacteg 3189 
geccaeggag ggggceagge ttcetttgee tgaagetgtt ttgggaaggg tetccacaca 3249 



2020 



2068 



2116 



2169 
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ggcactgatc tcccaagctt tggtcatgat gtcttttacc atttgataat tttaaacatt 
gtttttaaac ccaaaacatt tagtggtccg ttgcctctga agatgtaaac aaacaaatac 
actatttctg ggaacattta tattgagatt ctttgtggct attggtgtgt ctcacaggca 
aaatttgatt tggctaaaat aggctcagat gtatttgtgt gcccgtgtgt gtgtgtgtgt 
gtgtgtgtgt gtgtgtgtat gagagagaga gagactttga cggttgtaga tattttttcc 3549 

3609 
3669 



3309 
3369 
3429 
3489 



gctttgccta ctttatgttg tataatcatg tgtttactaa caagttgatg acatggatgt 
attcataaga ccatgtaata ttgatgtgat tgttgtcgct tgagaaaaaa aggcaacagc 
tgattctttc aacaactgtc acagaatggc tgggctgaga acgctgccca gggccctgca 3729 

3789 
3849 
3909 
3969 
4029 
4089 



gctggcggga gaggtgtctg gtgggagcgg tgtctggtgc gtcagcctgc tgcttcgtgt 
ctcactcgag agttgcttct ggtttcacac tttttaaccc ctctgtgctt tagcagccgt 
gaccttgcct tcattgcttc atccagtgca ggcctgggtt attgaagaca ccaaagtgtt 
tctcttccag tttgaaaacc aggcaggttt acacgtgggt ttcagtgtat ttgcctttga 
acccttcaaa ctaaacttta gccttttggc tggtgttgaa tgtctttagc tggggtgacc 
tggagtgacc tgggacggtg ttgtggttta ccgtctccag cttcagcctt tccagaaacc 
cttgtggagg gcagtgttgg ctgcaggttt catcatattg cagtttgagg tcaccactat 4149 
ttggggaaca agcttgcgtc ctgctgaggg gcaggatttt cagcagagcg tcggtggggc 4209 
tgggccgtcg tggaggtggc cccaggagtc atatggccat actcagacac accttgtgtg 4269 
gcctgctcag agctggatgc cacctttagg caatgtttag agtctatttt ctaaagtttt 4329 
aagtatttta agaggtattg agactaatga atataatagt tcagtaattt aaatgcttat 4389 
ttattttcag tggaaggatt tttattaaaa agaagctaat tgacatggaa atgtcagtga 4449 
aatttcttac ctgcaaggaa agtgaacatt ttgtatttaa gtaaactata atgtgcacat 
tttaataaag aaatctgaca tttg 



4509 
4533 
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mm] 

tfDNA : 



mtEJNF 2003-3095943 



2002-305318 A ^^^^ 



#l^^t±iMc7)#^ i|f02 002-305318 

^#1:-^ 50201576934 

m:^mm±j$ 0095 

f^^B ^^14^10^2 20 

mmB] ^m4^ioB2iB 



aiiE# 2003-3095 



S^m. 2002-305318 
ffi ® A ® M It # 



[596175810] 
M^^EB 2002^ 6>^13Q 

i& mm^A^^-r^r^-'^^'^ 




H^m 2002-305318 

m m A m. M m Wi 

^SlJ## [500546994] 
1 . M'^^B a 2000^11J!29H 



